The typical miRNA and its nearby host gene are co-expressed by sharing the same promoter. We assumed that miR-7b and its host gene FICT might use an identical promoter for their brain specific gene expression. Sequence comparison of the genomic DNA of mouse miR-7b, human miR-7-3 and their host genes by using the bioinformatic tools revealed high sequence homology and several putative transcription factor-binding sites on the promoter region. In order to probe the hypothesis we used a luciferase vector system into which we cloned the 5' upstream conserved region of miR-7b and FICT. The putative promoter region showed decreased luciferase activity, suggesting that the 5' upstream of miR-7b and FICT contain a negative regulator for gene expression.
Introduction
MicroRNAs (miRNAs) are non-coding 21-23 nt (nucleotide) RNA molecules that regulate the expression of other genes by inhibiting translation of target mRNAs in animals and plants [1] . Unlike other small RNAs, miRNAs are processed from larger precursors (pri-miRNA) that are transcribed from non-protein-coding genes by RNA polymerase II and then processed into precursors of miRNAs (pre-miRNA) [8] . The pre-miRNAs form self-complementary hairpin structures that are processed by a type III ribonuclease, Dicer, in animals [10] .
Usually, intronic miRNAs are co-expressed with their host gene by sharing the same promoter [2] . MiRNA miR-7b and its host gene (FICT) are prominently expressed in the hypothalamus and other brain areas [6] . Indeed, distribution of both miR-7b and FICT suggest they share regulatory elements within the promoter region [6] . In addition, the human homologue of miR-7b (miR-7-3) and its host gene PGSF1 also reveal brain-specific (including hypothalamus and pituitary) gene expression patterns [2, 4, 6, 12] .
Although identification of the DNA elements and transcription factors responsible for tissue-and cell-specific gene expression in the nervous system are less clarified, an increasing number of transcription factors and DNA elements involved in neuron-specific gene regulation have been characterized [7, 11] . Interestingly, many neural-specific genes use negative regulatory mechanisms to drive their specific expression in neural cells [9] .
In this study, we investigated the promoter region of miR-7b to elucidate brain tissue specific DNA elements. We used luciferase reporter constructs containing regions of the miR-7b 5' upstream region to test the promoter activity by transient transfection into various cell lines. Here, we report that the miR-7b promoter region that is homologous to human miR-7-3 contains negative regulatory sequences for gene expression. 
Materials and Methods

RNA isolation and qRT-PCR
Results and Discussion
The present results suggest that there are negative regulatory elements located in the promoter region of FICT and miR-7b. We have confirmed expression of FICT and miR-7b in the hypothalamus, cortex, liver and testis by real-time PCR (Fig. 1) . Expression of both genes in the hypothalamus and cortex appeared greatly co-elevated compared to other tissues, as expected. Analysis of the sequence revealed that 
